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Supplementary Figure S1: Model of the Nav1.5 channel -subunit, showing domains DI-DIV and individual residues described in the text. Each of the four internally 

homologous domains are differently colored. The VSDs of each domain comprise helices S1-S4 and are indicated for DIII and DIV VSD. The DI S5 and DIV S5 extracellular 

loop regions discussed in the text are indicated by brackets. The DIII and DIV S4 helices are colored purple for clarity. The location of residue 1296 in DIII VSD and 1618 in 

DIV VSD, that are selectively modified with MTS-TAMRA for the VCF experiments, are indicated by arrows. The model is based on the cryo-EM structure of human muscle 

Nav1.4 (PDB: 6AGF).   
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